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<210> 1 
<211> 750 

<212> DNfl" ' ..- : . .. • " ■ - 

<213> Escherichia coli 

* 

<220> 

<221> CDS 

<222> (110).. (694) 

it.. 

<223> 



MAIER, T-2.ST25 



<400> 1 

gatccataac cccaaaccta tcgaaaatat cgaatctaga atataaaaac attcattttt 60 

ttaaatgttc cgtgtcgggt actgtctacc aaaacagagg agataacaa gtg aca ccg 118 

Val Thr Pro 
1 

acc ctt tta agt get ttt tgg act tac acc ctg att acc get atg acg " 166 
Thr Leu Leu Ser Ala Phe Trp Thr Tyr Thr Leu lie Thr Ala Met Thr 
5 10 15 • 

cca gga ccg aac aat att etc gcc ctt age tct get acg teg cat gga 214 

Pro Gly Pro Asn Asn lie Leu Ala Leu Ser Ser Ala Thr Ser- His Gly 

20 ■ 25 30 ■ 35 . 

ttt cgt caa agt acc cgc gtg ctg gca ggg atg agt ctg gga ttt ttg 262 

Phe Arg Gin Ser Thr Arg Val Leu Ala Gly Met Ser Leu Gly Phe Leu 

40 - 45 . ' . 50 

att gtg atg tta ctg tgt gcg ggc att tea ttt tea ctg gca gtg att 310 
lie Val Met Leu Leu Cys Ala Gly lie Ser Phe Ser Leu Ala Val lie 

55 60 65 

gac ccg gca gcg gta cac ctt ttg agt tgg gcg ggg gcg gca tat att 358 
Asp Pro Ala Ala Val His Leu Leu Ser Trp Ala Gly Ala Ala Tyr lie 
70 75 . 80 

gtc tgg ctg gcg tgg aaa ate gcc acc age cca aca aag gaa gac gga • 406 
Val Trp Leu Ala Trp Lys lie Ala Thr Ser Pro Thr Lys Glu Asp Gly 
85 90 95 

ctt cag gca aaa cca atc-agc ttt tgg gcc age ttt get ttg cag ttt 454' . 

Leu Gin Aiar;Lys" Pro lie Ser Phe Trp Ala Ser Phe Ala Leu Gin Phe 
100 • 105 110 115 

gtg aac gtc aaa ate att ttg tac ggt gtt acg gca ctg teg acg ttt 502 
Val Asn Val Lys He lie Leu Tyr Gly Val Thr Ala Leu Ser Thr Phe 

. 120 •. 125 130 

gtt ctg ccg caa aca cag gcg tta age tgg gta gtt ggc gtc age gtt 550 
Val Leu Pro Gin Thr Gin Ala Leu Ser Trp Val Val Gly Val Ser Val 

135 140 145 

ttg- ctg gcg atg att ggg acg- ttt ggc aat gtg- tgc tgg: gcg ctg gcg- 598 
Lea Leu. Ali Met Lie Gly Thr Phe. Gly Asn. Va_L. Cys- Trp- Ala; Leu. Ala- 



- 2.5 
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■ 150 155 160 

ggg cat ctg ttt cag cga ttg ttt cgc cag tat ggt cgc cag tta aat 
Gly His Leu Phe Gin Arg Leu Phe Arg Gin Tyr Gly Arg Gin Leu Asn 

■ 165 ■ 170 17 5 

ate gtg ctt gcc ctg -ttg ctg gtc tat tgc gcg gta cgc att ttc tat 

lie Val Leu Ala Leu Leu Leu Val Tyr Cys Ala Val Arg lie Phe Tyr 
180 185 190 195 

taacgaaaaa aagcggaaga ggtcgccctc ttccgcttag taacttgcta cttaag 



<210> 2 

<211> 195 

<212> PRT • 

<213> Escherichia coli 



<400> 2 

Val Thr Pro Thr Leu Leu Ser Ala Phe Trp Thr Tyr Thr Leu lie Thr 
1 5 10 15 



Ala Met Thr Pro Gly Pro Asn Asn lie Leu Ala Leu Ser Ser Ala Thr 

20 25 30 



Ser His Gly Phe Arg. Gin Ser Thr Arg Val Leu Ala Gly Met Ser Leu 

35- - ■ ■ • . 40 45 



Gly Phe Leu lie Val Met Leu Leu Cys Ala Gly He Ser Phe Ser Leu 

50 • 55 60 



Ala Val He Asp Pro Ala Ala Val His Leu Leu Ser Trp Ala Gly Ala 
65 70 75 80 



Ala Tyr He Val Trp Leu Ala. Trp Lys He Ala Thr Ser Pro Thr Lys' 

85 90 95 
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Glii' Asp Gly Leu Gin Ala Lys Pro lie Ser Phe Trp Ala Ser Phe Ala 

100 105 110 



Leu Gin Phe Val Asn Val Lys lie lie Leu Tyr Gly Val Thr Ala Leu 
115 120 125 



Ser Thr Phe Val Leu Pro Gin Thr Gin Ala Leu Ser. Trp Val Val Gly 
130 135 140 



Val Ser Val Leu Leu Ala Met lie Gly Thr Phe Gly Asn Vai Cys Tirp 
145- 150 155 160 



Ala Leu Ala Gly His Leu Phe Gin Arg Leu Phe Arg Gin Tyr Gly Arg 

165 170 175 



Gin Leu Asn lie Val Leu Ala Leu Leu Leu Val Tyr Cys Ala Vai Arg 

180 185 190 



lie Phe Tyr 
195 



<210> 3 

<211> 35 

<212> DNA 

<213> Artificiar Sequence 



<220> ■ 

<223> Primer for PGR 
<400> 3 

ggaatucatt aatgatccat aaccccaaac ctatc 



<210> 4 
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<2n> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PGR 
<400> 4 

gccttaatta agtagcaagt tactaagcgg aag 



